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Fig. S1. KR2 ion uptake pore. a. Overall surface view of KR2 monomer in the membrane.
Pore entrance is contoured red. Red contoured cross shows the blocking of the sodium passage due to the ion uptake vestibule burying into the membrane. b. Overall surface view of KR2 pentamer in the membrane. Pore entrance is contoured red. Ion uptake vestibule is positioned in the cytoplasmic space and is accessible for sodium. The hydrophobic membrane core boundaries are shown with the blue planes. c. Detailed view of the pore. Asn61, Gln123, Ser60 and Ser64 are colored red and located in the bottom of the cavity. The pore is formed by A and G helices. Size of KR2 crystals, grown at pH 4.3 and 8.0 were 50-100 μm and 100-200 μm respectively. 
